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A Model of Genome Rearrangement 
Abstract:  Genome rearrangements are mutations to genes that alter the DNA sequence, or the 
genome. These mutations are the key to understanding how a species has evolved.  In this talk, we'll 
build and explore one particular model of genome rearrangement, the Single Cut-and-Join model.   
This talk incorporates math, biology, and computer science, and requires no previous knowledge of 
these three subjects.  
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